ties. In addition, the clinical history of the patients with diarrhea
Parasitologic studies. Fresh specimens were examined directly to view vegetative forms. The visualized amoebic cysts were was obtained, and a physical examination was done.
Stool samples from cases and controls were sent to the Laboraconfirmed by Hiedenhain staining. Stools were examined by a concentration method according to the merthiolate-iodine-formalin tory of Microbiology and processed for bacterial and parasitologic studies. The laboratory technicians had no knowledge of whether technique, and they were stained with Kinyoun carbolfuchsin [9] . Statistical analysis. The sample size was 165 cases and 165 the samples were from cases or controls. The treatment of patients with diarrhea was based on results of the clinical and microbiologic controls. All data were introduced into a Dbase III Plus program (Ashton Tote, CA) and analyzed with a significance level of 5% tests.
Bacteriologic studies. All stool samples were inoculated on by use of the Epi Info (version 6.04; CDC, Atlanta) and SPSS-Win (version 6.1.3; SPSS, Chicago) software programs. The statistical blood agar, Salmonella-Shigella agar, MacConkey agar, cefsulodin-irgasan-novobiocin (CIN) agar, and thiosulfate-citrate-bile
McNemar test was used. salts-sucrose agar. These media were incubated at 37ЊC for 24-48 h. For Salmonella enrichment, feces were inoculated in selenite F broth, incubated at 37ЊC for 18 h, and subcultured on
Results
Salmonella-Shigella agar. All plates were examined, and colonies suspected of corresponding to enteropathogenic bacteria were idenOf the 165 case-patients and 165 controls, 58.78% and tified by use of standard microbiologic methods and commercial 10 .3%, respectively, had at least 1 enteropathogen. We found antisera. To isolate Yersinia species, CIN medium was used, and ú1 enteropathogen in 19 case-patients, and 1 patient had 3 we also inoculated the stools into 10 mL of tryptose broth, which microorganisms. EAggEC strains were isolated from 23 was incubated for 3 weeks at 4ЊC and then subcultured on CIN cases and 4 controls (P Å .0003). Other isolated enteropathoagar. Campylobacter blood-free medium was used to isolate gens (and the number of patients and controls, respectively, Campylobacter species; it was incubated for 48 h at 42ЊC under that harbored them) were ETEC (25, 3), Shigella species ered positive when at least one of these characteristics was found.
P. shigelloides).
The PCR technique described by Schmidt et al. [7] CAGTATAT-3 and 5-GCGAGTGACGGCTTTGTAGT-3. In brief, half a colony of each isolate was suspended in 25 mL of (5), tenesmus (5), and fever (3). Three patients had no symptom distilled sterile water and boiled for 10 min. After a short centrifuother than diarrhea. The EAggEC strain -related diarrhea was gation (30 s to 13,000 g), 25 mL of a reaction mixture containing watery (13 cases), intermittent (7), chronic (ú14 days in 5), 20 mM Tris-HCl (pH 8.8), 100 mM Kcl, 3.0 mM MgCl2, gelatin and contained blood (2) and mucus (1) . The clinical presenta-(1% wt/vol), 400 mM dNTPs, and 1 mM of the appropriate primers tion and the duration of the diarrhea was not statistically sig- and 5 non-EAggEC strains from controls were EAST1 posiaggregative pattern) and a lack of toxin secretion. The mechanism of EAggEC diarrhea is poorly understood. EAggEC adtive.
here poorly to jejunal mucosa but well to colonic mucosa, Peyer's patches, and lymphoid and M cells [11] ; some strains Discussion induce shortened villi in rabbit and rat intestinal loops, hemorrhagic necrosis of the villus tips, and a mild inflammatory Statistical analysis showed that Shigella, EAggEC, and ETEC strains caused diarrhea. Results for other well-known response with edema and mononuclear infiltration of the submucosa [12] . In our travelers, the characteristics of the diarrhea enteropathogens, such of G. lamblia, E. histolytica, and C. cayetanensis, were not significant; a larger sample would be seemed more secretory than inflammatory and were indistinguishable from ETEC diarrhea. These results agree with those needed to evaluate them. Nonetheless, the aim of this study was to evaluate the potential of EAggEC strains for causing of Nataro et al [13] , who also described heterogeneity in the virulence factors of EAggEC strains. diarrhea, and the sample was, therefore, calculated for this purpose.
In this study, 6 (26%) of 23 EAggEC strains from cases and 2 of 4 EAggEC strains from controls were EAST1 positive. The control subject in whom C. cayetanensis was detected had no diarrhea but did present with upper abdominal pain.
These results show that even if most patients had had a secretory diarrhea, EAST1 could only have been be responsible for In one study performed in travelers to Latin America, intestinal colonization by EAggEC strains was common (27.1% in a 26% of the cases. On the other hand, the presence of EAST1 in 2 of 4 EAggEC strains from the control group means that the placebo group), but its association with diarrhea was low (3.2% in the placebo group) [10] . In our study, EAggEC strains were sole presence of EAST1 is not sufficient to develop diarrhea. Likewise, 7 non-EAggEC strains from cases and 5 nonpathothe second most frequently isolated enteropathogen among travelers with diarrhea (13.9%); however they were isolated in genic E. coli strains from controls were EAST1 positive. These results agree with a study in which the authors found positive only 4 travelers without diarrhea (2.4%). These results are in agreement with other published studies [3, 4] .
hybridization with an EAST1 DNA probe for some enterohemorrhagic E. coli, ETEC, and EPEC strains, as well as E. coli EAggEc strains were first described according to phenotypic characteristics (E. coli strains adhering to Hep-2 cells with an strains from asymptomatic children [14] . There were no statisti- 
